Topological analysis of a putative virB8 homologue essential for the cag type IV secretion system in Helicobacter pylori.
The type IV secretion system encoded by the cag pathogenicity island of Helicobacter pylori is recognized as a major virulence determinant, governing the translocation of the CagA protein to eukaryotic cells. Despite the presence of 18 genes within the cag pathogenicity island which are essential for this process, several homologues encoding basic functions of a type IV secretion apparatus, such as a virB8 homologue, are still missing. We show here the presence of conserved VirB8 motifs in the cag-encoded apparatus protein HP530 and demonstrate that this protein adopts in E. coli a transmembrane topology similar to VirB8 and its homologues. Thus, we propose that HP530 is a type IV secretion component homologous to VirB8.